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Reference: Rees, M.G., et al., Correlating chemical sensitivity and basal gene expression reveals mechanism of action. Nature Chemical Biology doi:10.1038/nchembio.1986.

The package contains 13 data files, a README file that describes the data, and a COLUMNS file of descriptions of column headers shared by the 13 data files.

metadata files
· v21.meta.cnv_features.txt: gene names for copy-number features of cancer cell lines indexed by Entrez Gene ID
· v21.meta.gex_features.txt: gene names and Affymetrix probe-set IDs for gene-expression features of cancer cell lines indexed by an internal (serial) gene feature ID
· v21.meta.per_cell_line.txt: contextual cancer cell line information and annotation
· v21.meta.per_compound.txt: contextual compound information and annotation

data files
· v21.data.auc_sensitivities.txt: unpivoted table of area-under-concentration-response curve (AUC) sensitivity scores for each cancer cell line and each compound
· v21.data.cnv_avg_log2.txt: unpivoted table of average (relative) log2-transformed copy-number variation values for each gene and cancer cell line
· v21.data.gex_avg_log2.txt: unpivoted table of average log2-transformed gene-expression values for each gene and cancer cell line

analysis files
· v21.data.cnv_global_analysis.txt: table of statistically significant Pearson correlations between small-molecule sensitivity and copy-number variation, tested either across all cell lines ("pan-can"), or within/without the HL lineage
· v21.data.cnv_lineage_analysis.txt: table of statistically significant Pearson correlations between small-molecule sensitivity and copy-number variation, tested within each of 22 lineages
· v21.data.cnv_lineage_improve.txt: table of statistically significant Pearson correlations between small-molecule sensitivity and copy-number variation, in which a lineage-specific result outperformed the corresponding "pan-can" result
· v21.data.gex_global_analysis.txt: table of statistically significant Pearson correlations between small-molecule sensitivity and basal gene expression, tested either across all cell lines ("pan-can"), or within/without the HL lineage
· v21.data.gex_lineage_analysis.txt: table of statistically significant Pearson correlations between small-molecule sensitivity and basal gene expression, tested within each of 22 lineages
· [bookmark: _GoBack]v21.data.gex_lineage_improve.txt: table of statistically significant Pearson correlations between small-molecule sensitivity and basal gene expression, in which a lineage-specific result outperformed the corresponding "pan-can" result

