Functional assay of mutations detected in endometrial cancer data

Reference: Liang H, Cheung LW, et al., Whole-exome sequencing combined with functional genomics reveals novel candidate driver cancer genes in endometrial cancer. Genome Res. 2012;22(11):2120-9.

[bookmark: h.gjdgxs]The package contains 1 data file, plus a README file that describes the data.

data file
GR_GBM_030414_raw data.xlsx: fluorescence readings of cell numbers measured by presto blue for transfected BaF3 cells.

