Rare PIK3CA Mutations Phenotyping Data

Reference: Dogruluk T., et al., Identification of variant-specific functions of PIK3CA by rapid phenotyping of rare mutations Cancer Research (in revision)

[bookmark: h.gjdgxs][bookmark: _GoBack]The package contains 4 data files, plus a README file that describes the data (including this descriptive information for specific data files).

data files
PIK3CA_RPPA_for_CTDD.xls: normalized log2 fold change RPPA data for starved MCF10A cell lines expressing negative controls and rare PIK3CA mutations
PIK3CA_muts_in_BaF3_for_CTDD.xls: raw viability values measured by Cell TiterGlo from BaF3 cells transduced with negative controls and rare PIK3CA mutant ORFs grown in no IL3 medium
PIK3CA_muts_in_MCF10A_for_CTDD.xls: raw viability values measured by Cell TiterGlo from MCF10A cells transduced with negative controls and rare PIK3CA mutant ORFs grown in either no Insulin – no EGF or no Insulin medium
PIK3CA_muts_in_HMLER_for_CTDD.xls: Number of barcode reads obtained by IonTorrent PGM machine from 21 tumor cores originating from 7 tumors induced by injection of a pool consists of 10 negative control HMLER cell lines and 20 HMLER cell lines expressing rare PIK3CA mutants with a frequency lower than 0.5%.





